. Here, the lower apparent affinity of CaM 1234 for the preIQ 3 -IQ segment of N-versus R-type channels ( Figure 1E ) might predict a reduced likelihood that CaM 1234 would fully displace endogenous CaM from preassociation sites. In agreement, CaM 1234 and CaM 12 spared a small residuum of CDI ( Figures 3F and 3H) . Nonetheless, the striking pattern of overall agreement between R-and N-type channels ( Figures 3A-3H ) clearly supports the existence of similar underlying regulatory mechanisms. Another important factor that could contribute to the plexity and importance of decoding Ca 2ϩ signals (Berridge, 1997), the existence of such a unifying principle diversity of prior CDI results for R-and N-type channels is the type of auxiliary ␤ subunit present in Ca 2ϩ channel would prove most valuable. Figures 1A and 1D ) by replacing CaM WT in CaM WT -CFP with PCR-amplified channel fragments. The resulting linker separating every 60 s. All average data presented as mean Ϯ SEM, after analysis by custom-written software in MATLAB (MathWorks). Smooth-curve CFP from the channel segment was AAA. Fluorophore-tagged segments and CaM were subcloned into pcDNA3. All PCR products fits to data by eye, except where noted (Figures 1 and 4A ). were sequenced in entirety.
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